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AMENDMENTS TO THE CLAIMS 

Listing of Claims 

1 . (Previously presented) A method for the fermentative production of L-methionine, which 
comprises the following steps: 

a) fermenting in a medium cells of coryneform bacterium Corynebacterium 
glutamicum for producing L-methionine, said coryneform bacteria expressing at 
least one heterologous nucleotide sequence which eodeo fo r a protein with 
homoserine O-acetyltransferase (metA) activity, wherein said heterologous 
nucleotide sequence comprises a nucleotide sequence encoding a metA protein 
derived from Corynebacterium diphteriae having an amino acid sequence as set 
forth in SEQ ID NO: 2; 

b) concentrating L-methionine in the medium or in the bacterial cells, and 

c) isolating L-methionine. 

2-4. (Cancelled) 

5. (Previously presented) The method as claimed in claim l a wherein the metA-encoding 
nucleotide sequence comprises a coding sequence as set forth in SEQ ID NO: I. 

6. (Cancelled) 

7. (Previously presented) The method as claimed in claim 1, wherein the cod i ng m etA 
sequence is a DNA or RNA which can be replicated in coryneform bacteria or is stably 
integrated into the chromosome. 

8. (Previously presented) The method as claimed in claim 7, wherein 

a) a bacteria strairxtransformed with a plasmid vector carrying at least one copy of 
the^odiag-rrretA sequerg^ ^^^^°° ntro1 °* regulatory sequences is used, or 

b) a strain in which the ceding metA sequence has been integrated into the bacteria\ 
chromosome is used. 
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9. (Previously presented) The method as claimed in claim 1, wherein the coding m etA 
sequence is overexpressed. 

10. (Currently amended) The method as claimed in claim 1, wherein bacteria are fermented 
in which additionally at least one further gene of the biosynthetic pathway of ^methionine has 
been amplified or mutated overexpressed ^ir.h that its pttfin±y**-rnxrinf\ni*pni^ faymetabelic _ 
Metabolites. 

11. (Cancelled) 

12. (Currently amended) The method of claim 1, wherein corynefonn bacteria are fermented 
in which, at the same time, a lysC gene derived from a coryneform bacterium, which encodes an 
aspartate kinase, is overexpressed or mutated in such a way that th e activity of th e corr e sponding 
protoin ia influenced by metabolic metabolit e s to a smaller e xt e nt, if at all, compar e d to a 
nonmutatod protein . 




13. (Cancelled) 



14. (Previously presented) The method of claim 17, wherein the coryneform bacterium is of 
' the species Corynebacterium glutamicum. 

15-16. (Cancelled) 

17, (Currently amended) A method for the production of ^methionine, which comprises the 
following steps: 

a) fermenting in a medium cells of a coryneform bacterium for producing L- 
methionine, said coryneform bacteria expressing at least one heterologous 
nucleotide sequence which wdc^o r a protein with homoserine O- 
acetyltrausferase (metA) activity, wherein the heterologous m e tA encoding 
nucleotide sequence is l e s s than 100% homologous to th e m e tA e ncoding 
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s e quence? from Coryncbactcrium zlutamicum-ATGC 13032 comprises a 
nucleotide sequence having 95% identity or more to the sequence as set forth in 
SEP ID NO: 1 : 

b) concentrating L-methionine in the medium or in the bacterial cells; and 

c) isolating L-methionine. 

18. (Previously P r ^^^^^ method of claim 17, wherein the metA-encoding nucleotide 
sequence comprises a*©edtng sequence as set forth in SEQ ID NO:l. 

1 9. (Currently amended) The method of claim 1 7, wherein the metA-encoding nucleotide 
sequence co des f u i a protein with metA activity, said protein comprising an amino acid sequence 
as set forth in SEQ DD NO: 2 or a fragm e nt of SEQ ID NO; 2 having motA activity . 

20. (Previously presented) The method of claim 17, wherein the oodmg motA sequence is a 
DNA or RNA which can be replicated in coryneform bacteria or is stably integrated into the 
chromosome. 

21 . (Previously presented) The method of claim 1 7, wherein 

a) "a bacteria transformed with a plasmid vector carrying at least one copy of 

the e o^ng me tA sequence under the control of regulatory sequences is used, or 

b) a strain in which the coding m e tA sequence has been integrated into the bacteria/ 
chromosome is used. 

22. (Previously presented) The method of claim 1 7, wherein the eedisg-aietA sequence is 
overexpressed, / 



23. (Currently amended) The method of claim 17, wherein bacteria are fermented in which 
additionally at least one further gene of the biosynthetic pathway of L-methionine has been 
amplified or mutatod overexpressed agctrtfrarTS activityis-gBTlfrfftie^ 
— meta bolites; 
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24. (Currently amended) A method for the production of L-methionine, which comprises the 
following steps: 

a) . fermenting in a medium cells of a coryneform bacterium for producing of L- 

methionine, said coryneform bacteria expressing at least one heterologous 
nucleotide sequence which codes for a protein with homoserine O- 
acetyltransferase (metA) activity, wherein said heterologous nucleotide sequence 
comprises a nucleotide sequence encoding a metA protein having an ammo acid 
sequence with 95% homology or more to the sequence as set forth in SEQ IDjJO: 
2 derived from Corynebacterium diphteriae; 

b) concentrating L-methionine in the medium or in the bacterial cells; and 

c) isolating l-methionine, 

25-26, (Cancelled) 



27. (Previously presented) The method of claim 24, wherein the coding metA sequence is a 



chromosome. 

28. (Previously presented) The method of claim 24, wherein 

a) a bacteria strain transformed with a plasmid vector carrying at least one copy of 



b) a strain in which the coding4»etA sequence has been integrated into the bacteria] 
chromosome is used. 

29. (Previously presented) The method of claim 24, wherein tfae«od* ag metA sequence is 
overexpressed. 

30. (Currently amended) The method of claim 24, wherein bacteria are fermented in which 
additionally at least one farther gene of the biosynthetic pathway of L-methionine has been 
amplifi e d - ornnutat e d overexpressed auch tha Uts-aciivity^^ nmtabulb - 
mctabolitesT 



DNA or RNA which can be replicated in coryneform bacteria or is stably integrated into the 
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3 1 . (Previously presented) The method of claim 24, wherein the coryneform bacterium is of 
the species Corynebacterium gtutamicum. 
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